HLA In Unrelated Stem
cell transplantation

Prof. M-P. Emonds



1. HLA system/Nomenclature

2. Inheritance / Extended
haplotype 7/ Linkage disequilibrium

3. Search examples

Paraat. Altijd, overal.



Antigen Antigen MHC Peptide-MHC

uptake processing blosynthesis assoclation
\
.::\ "'---."’I 2
=0 V4 , e
RN  d i T s l -
Endocytosls of Q\ . '?IIZ'J I-I
eodiracediular
protein ~lInvariant
= chain (1) -
o~ C;.\.,.:U‘HEEH ) o [Class Il MHC pathway Presentation
and
Peptides in - -
VR - ”‘{ 1 | Recognition
":"-'f'.n' i ‘: ;‘;.‘ 1' g - o] :k\_-.
.L_ i ,,-": _._-_- L i -_,r"'_\.\‘\
Cytosolic Proteasome ClBss | — s
protein MHC L';I1_'lE'
CTL
ER

|Class- | MHC pathway|

HLA Antigens: antennae to recognize foreign germs or viruses
(peptides) entering the body and communicate this information to the
white blood cells to initiate an immune response.

In stemcell transplantation, patient HLA (immune system) is
replaced by donor HLA (immune system)

-> Rejection in case of mismatches

-> Graft versus Host disease if donors recognises patient as foreign
-> Insufficient recognition will lead to overwhelming infection

Rode Kruis-Vlaanderen
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Detected polymorphism in classical HLA

Serology DNA: Allele
Antigen (low and high resolution)
(MD)
A3,A2,A11 A*03:01
W A4, EAR03E02..
B*40:02
B61,B7,..  B*40:086...
. ‘ k Vandaag
| DRB1*15:01
DR15,DR4, DRB1*15:02
- l| DRB5*01:01
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D -HLA ALLELES AND ANTIGENS

D1.000  Terminology of HLA alleles and antigens must conform to the latest report of the
WHO Committee on Nomenclature.

Nomenclature Indicates

HLA the HLA region and prefix for an HLA gene
HLA-DRB1 a particular HLA locus i.e. DRB1

HLA-DRB1*13 a group of alleles which encode the DR13 antigen
HLA-DRB1*13:01 a specific HLA allele

HLA-DRB1*13:01N a null allele

HLA-DRB1*13:01:02 an allele which differs by a synonymous mutation

HLA- an allele which contains a mutation outside the coding
DRB1*13:01:01:02 region
HLA- a null allele which contains a mutation outside the coding

DRB1*1301:01:02N region

L3AGH 130171316/ 1322/1327 Myltiple allele codes

HLA DR13 : serological nomenclature / also used for serological equivalent (Match

determinant), used for search purposes
(MICA, MICB, KIR genes, LMP & TAP are named by the same nomenclature committee)

www.efi.org; www.bmdw.org; www.nmdp.org;
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http://www.efi.org/�
http://www.bmdw.org/�
http://www.nmdp.org/�

HLA typing -> to find an HLA identical donor

Bepaling LADRB1 HR _HLA DQB1

LR typing: (2 digits) 1st field mismatch = Antigenic mismatches

HR typing: (4 digits) 2nd field mismatch = allelic mismatches

Match Determinant: 1%t field, used for matching algoritm
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Start MUD search (1)

1. registration by transplantcenter if HLA
data are OK

2. Verify chance to find a suitable donor
(www.bmdw.org)

3. Be informed on the urgency & the
required matching degree. This might
Influence the search strategy

4. MDPB standards: have to be fulfilled. For
HLA: at least a 9/10 match for a MUD
donor; at least 4/6 for a CB.

Paraat. Altijd, overal.



Start MUD search (2)

1. EFI Requirement patient: Confirmed, High
resolution A B C DR DQ (null alleles excluded) -
2nd Field typing

2. Verity the HLA typing of the donor to the same
extend as the matching requirement before
starting the work up

3. Requirements for initial donortyping as less
stringent

Paraat. Altijd, overal.



Start MUD search (3)

1. EFI Requirement Cord Donor: initial typing: AB
low DRB1 High resolution

2. Verify the HLA typing on a segment before it
leaves the CBB.

3. Verify the HLA typing of a segment of the CB to
the same extend as the matching requirement
after receipt in the transplantcenter. Standard:
LR AB HR DRB1

Paraat. Altijd, overal.
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Many donors in international registries

BONE MARROW

DONORS WORLDWIDE

Welcome to Bone Marrow Donors Worldwide

Bane Marrow Donors Worldwide (BMDW) is the continuing effort to collect the HLA phenotypes
and other relevant data of volunteer stem cell donors and cord blood units, and is responsible
for the co-ordination of their worldwide distribution. Participants are 71 stem cell donor
registries from 51 countries, and 48 cord blood banks from 32 countries.

The current number of donors and cord bload units in the EMOW database is:
22,578,604 (21,583,667 donors and 594,937 CEBU's)

Ther_e are currently 860 users from 518 organizations authorized to access the an-line BMDW
SEryIiCEs.,




Other 1%
Figure & South America 14% I|
The distribution of

stem cell donors
per continent

Asia 11%

—__Europe 37%
© BMDW North America 37%
Figure 10 South America 0,5% Australia / Oceania 4,5%
Distribution of cord blood units '
tinent )
per continen Asia 20%
North America 39%
© BMDW

Europe 36%




Racial differences in HLA type

C

| Barbados

B8: 2%
B35 10%
B42: 7%
B44: 13%
Bd6: 0%

B32: 2%

iy B35 19%
Bad: 0%
o Ba4: 20%
B46: 1%

B:Y 27%

BST 16%

B3E: 12%

Cote d'lvoire
BE: 4%
B35: 1%
B42: T3
Bdd: P
Bag; 0%

B &

53 42%
B5S7. 9%
B58: 5%

B53: 0%
BS7: 3%
B58: 10%

Mature Reviews | Immunology



Distribution of HLA alleles

A1 B8 DR3 .048324 A3 B/ DR15 .033044

EXTENDED HAPLOTYPE: is niet verwant haplotype dat qua genetische
origine erg homogeen is waardoor de hele regio (4000 kb van het MHC)
een gelijkenis vertoont bij onverwanten alsof zij genetisch verwant
waren (overgeérfd).

Het zijn meestal frequente haplotypes (tgv afwezigheid recombinatie
hot spots, bewaard door natuurlijke selectie)

LINKAGE DISEQUILIBRIUM: Bepaalde combinaties komen veel frequenter
voor dan verwacht. Daarenboven is er bvb een zeer sterke linkage tussen
DRB1 & DQBL1 en tussen B & Cw. (bvb DRB1*1401,DQB1*0503)

29-11-2013



Recipient ID: TEST12112007BMR.

Last name: x=x

® HLA-C considered ® HLA-DQ considered ® Extended sorting on DRE1L
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Increased number of High Resolution,

typed donors Frequent HLA haplotype

Recipient ID: test20102010 Last name: test First name: test 10/10 matChed
Search determinants: A: 1, B: 8, DR: 17, donor
Page nr: 1 (of 51) Mext page =|Last page ==
A B c DRBA oasd Reg # DRB3/4/5 DPBA
01:01 03:01 0701 03:01 02:01
Allele matched: 1258 H R_ t ed
o1:01 03:01 0701 03:01 D 1 3*01:01 4*MNNN S*NNNN yp
01:.0 K1 | 07.m 03 A 2 301
o1:01 0301 CH 1 3*01:M1
01:.0 . . 03 0z:m CND 1 301 04:01,04:02
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. Lo A 0go | 07.m 03:.01:01 0z:m D 1 301 04:01,05:01
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01:01 0&:01 07:m 0201 02:m D 1 301:01 Com pletely
0301 02:01 D 10 3*01:M1
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| ‘ | ‘ | 1E0t01 030101 0Z:01 D 1 30101 01:01:01,14:01 typed and
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Back to Menu | Select different match {options) | Show Summary | Match on incomplete typings
Recipient ID: test20102010 Last name; test First name: test M UItIpIe a”ele COdeS
Search determinants: A: 1, B: 8, DR: 17,
<< First page|< Previous page Page nr: 7 (of 31) MNext page =|Last page ==
A B C CRB1 oaBet Reqg # DRB34IS DPB1
01:.01 0&.m 07 03.0 02:01
Potentially (Allele) Matched: 41050
01:RZUD 08 XKT 07.JECH 03:01:01 02:01:01 D 1 03:FNWX
01:RZUD 08:XKT 07:JECH 03:01:01 02:01:01 D 1 04:01:01,1%:01 IR_ typed
01: 07:JECH 03:01:01 02:01:01 D 1 04:01:01,05:RGPW
01: [ JECH 03:.01.1 02:.01:01 ) 1 04:02:01
01: : [ JECH 030 02:01:01 D 1 02:02,04:01
R 01:01/01:01 M0 04N 22N 3200 TEULM 03:01 02:01:1 ) 1 02:01:02,1%:01
01: F-JECH 03:01 02:01:01 D 12 02:FNWX 04:01
01:RGPH 08 XKT 07.JECH 03:m 02:01:01 D 1 03:FNWX, 05:RGPW
01:RGPH 08:XKT 07:JECH 030 02:01:01 D 5 02:FNWX, 04:02
01:RGPH 08:XKT 07:JECH 030 02:01:01 D 2 03:FNWX, 05:01
01:PAUK 03 XKT 07-JECH 03:01 02:01:01 D 1 01:01:01 1901
01:RGPH 08 XKT 07.JECH 03:m 02:01:01 D 1 03:FNWX 10:01
01:RGPH 08:XKT 07:JECH 030 02:01:01 D 1 01:01:01,1%:01
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01:KTKW 08:XKT 07:CVAG 030 0201 D 1 01:01,04:01
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01:RGPH 08 XKT 07.JECH 03:m 02:01:01 D 1 02:01,03FNWVX
01 KTKW 08:XKT 07:.CVAG 030 0201 06:02 D 2
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HILAF
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Potentially (Allele) Matched: 122
02:01:01G32:01:01G44:02:01G50:01:01  05:01:01G06:02:01G04:01:01 07:01:01G02:02:01 03:01:01 D 1
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Rare alleles (independent from race)

2Fng Ppersoon:

_Bepaling | _wAaA | _ wmaAB | _ HiAcw | _ HLADRB} HLA DQB1

»ring relaties:

A*03(A3) B*15(B63) DRB1*13(DR13)

e g A*68(A68) B*S7(B57) DRB1*1S(DR15)
03/08/10 02/08/i0 02/08/10

A*02(A2) B*35(B35) DRE1*07(DR7)

rrosdar A*31(A31) B*51(B51) DRB1*13(DR13)
02/08/10 02/08/10 02/08/10

A*02(A2) B*35(B35) DRE1*07(DR7)

broer A%D3(A3) B*S7(BS57) DRB1*15(DR1S)
09/ 0808 09/09/08 0%/ 09/ 08




BMDW Match Programs
Run Date: 18-0ct-2010

Match Results - Regular Match Program

Back to Menu | Select different match (options] | Show Summary | Match on incomplete typings

Recipient ID: test Last name: test First name:

Search determinants: A: 31, 68 B: 63, 31 DR: 13,

A B c DREA DOB Reg *  Additional details Oktober 2010

31T 63:01 15:17 51:.07 07X 14:02 13:02 06:04 05:09 DRB345
HLA-A or -B Allele/Split Antigen Mismatched: 9

I 8B 51X qBRJUS  03:04 15:BJ 13TKS  13TKT Usat 1 3*02:KBM

32X BECTTA 51:XX 1547 13:FKRU 13:FKRV 0 1 14900000
3 8833  E1:AZRE 15X 13K 0 1

MK 88300 S 15K 0330 1RMX 13K M 1 dOﬂOfS

KY R 63 0736 156X 13K | 1

31 e 582 63 1348 13KP Usa1 1 30101

JEXK 828K S1XK 15X 13X ILZ 1

31 23 g1 62 13:EW 13:JHN 0 1 I*02:05U 02:KA4

TooE = o c Only mismatched
Registry Code Information: donors aval |ab|e
[BH Germany I Norway

I: taky USAL: USA-NMOP

IL2: IzraskEzer Mizion

Multiple Allele Code Information:

AR 01002 15U /0203080708 0MH2

AZRE! S1:01-31 100511 TS 2- JUS: 15015 01NA5:04/15:3301 5:34/15:38M15:50

S1:24/51 2808 2T 1 28-51038) 5201 -
£2:06
Bl: 0213 KAA: M020308/07/08M0M11121 3 Rare a”eles

29-11-2013
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BMDW Match Programs

Run Date: 2013-11-16&

Match Results - Regular Match Program

Back to Menu | Select different match (options) | Show Summary | Match on incomplete tvpings

Recipient ID; test

Search determinants: A: 31, 68 B: 63, 51 DR: 13,

A B
31N G301 15017

Potentially (Allele) Matched:
XX G020 51X

HLA-A or -B Allele/Split Antigen Mismatched:

I BN 1K
31:JDZ0 6B:CAKR 51
3K BELCTTA S1XX
3001 B2 S1AZRE
IZUK BEIN E1NK
3L BENN 5

31 23 52
IBUR BN E1NX
IBUR BN E1NX
2;UK BEXNK S1IKX
IMMK BENK S1IKK
THNK  BEXX  S1KX
IZUK BENK S1KK
29K BEXN 51X

21:07

153K

15:JU5
62
15:17
150K
150K
52

52
1530
1530
15
15K
15K
15
15K

C
0730

03:04

03:3K
073K

HLA-DR Allele/Split Antigen Mismatched:

31K G 10K

29-11-2013

153K

14:02

15:8J

153X
153X

DRBA

13:02

133K

13TKS
D3FJUM 15:A%WB 13.JEW

Last name: test

DaB
0g:04

13TKT
13:JHN

1T3FKRU 13:FKRW

133K
133K
133K
12:A48
133K
133K
13K
13K
13K
133K
13K

13K

12KP

%

ILZ

BR

First name:

Rare alleles

26

November 2013

> 22 000 000
donors

4 potentially allele
matched donors
available

Virtually, only
mismatched
donors available
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BMDW Match Programs

Run Date: 2013-11-16 Rare HLA-B HLA-DR

Match Results - Regular Match Program association

Back to Menu | Select different match {options] | Show Summary | Match on incomplete tvpings

RECipient o seAlisomoTRTEs _

Search determinants: A: 2, 11 B: 51, 57 DR: 17, 14

A B C DREA DaB1 Reg # DRB3/4/5 DPB1
0z:01 11:01 51:01 5701 01:02 0§:02 03:01 14:BCAD 02:01 05:03

Potentially (Allele) Matched: 4
02:0FKP 11:BOFZ S51:.CWAE ST:01:01 O1:FNY" 0S:EXRF 03:BMBE 14.DZBU 02:MS 05:03:01 B 1
02:XX 11:5X 51:XX ETXX 03:ENW 14ECZ usatl 1 3*02:BZF
02:JWRB 11:XX 516X STJZIE 03:KCFZ 14:GPKR BR 1
2 11 51:MOBU ST:JZJE 03:KCFZ 14:GPKR BR 1

HLA-A or -B Allele/Split Antigen Mismatched: 10
02:01:01 11:01:01 51:01:01 58:01:01 03:02 14:02:01 03:01 14:54 CH 1
02.DFKP 11:BOFZ 51:03 57.01:01 08:02 18:02 03:BMBB 14:0ZBU PLS 1 301 KK, 02 KK
02.DFKP 11:BOFZ S51:CVAE 58:VE 7. CVAG 03:BMBE 14:.0DZBU 02:MS 05:03:01 D 1 302KK
0Z:DFKP 11:BOFZ S51:CVAE 58:VE 02:02:02 03:02 03:CWT  14:BZFP D 1 3H2:KX
0Z:RHCU 11:PWMU 51 53 03:02 15:AYWE 03:PYWVG 14.PYWS DZ:EAN  0S:BK Usal 1
02:XX 11:5X S0 BR 03:AGZM 14:PGC usatl 1 202 ADUF 02:AITH
0Z:BXJY 11:BPODM S1TAFIF 5809 03:AUFU 14:BYUG BR 1
02:XX 1130 516X 58X 03:EBUT 14:XX ™ 1
02:XX 1133 BZMX ETXX 03:XX 14X BR 1
02:XX 1130 513 BRKK 03:XX 145X P 1

HLA-DR AlleleiSplit Antigen Mismatched: 9
02:XX 1130 516X STXX 0§:02 14:02 03:01 1201 02:AB 06:03 usatr 1 3#01:GM,01:SX0
02:ANDC 11:XSH S1T:AFJR ST:GW  08:AJB 1502 03XEV  13ASGS usatl 1
0Z:JWRB 11:NVXT 510XV STUYPZ 03:JxKs 13:JXRP CHD 1
02:XX 11:5X 51:XX ETXX 0330 AKX BR 4
2 11 S1:GWGR STEADY 03:GJRE 13:DHAD BR 2

Gereed @‘} e Inkernet
—_———




BMDW Match Programs
Catabase updated: 22-May-2007

Match Results - Reqgular Match Program

Back to Menu | Select different rnateh (options) | Show Surmmary | Match on incormplete typings

recipic N Lot [ rir- I

= HLA-C considered ® HLA-DQ considered = Extended sorting on DREBL

A B C DRB1 DOB1 Reg &
030 32 471 5501 03Kx OBXx 04 15M 03m 002

NO DONORS/CBU's FOUND

# = CB registered in MetCord
#4# = CB registry partly registered in NetCord

Back to Menu | Select different riatch (options) | Shaow Sumrmary | Match on incomplete typings

For your commepts; BMOWAG0Ewropdonor M || BMOWY Homepgge || Discigimer

B T R A e AT Ln AART A AALA A SAET Y

BMDW Match Programs
Run Date: 18-0ct-2010

Match Results - Regular Match Program

2007: O donors
beschikbaar

Additional details
DRB3/4/5 Info

Rare AB - DR association. None of
the alleles is extremely rare.

2010: nog steeds
O donors
beschikbaar

Back to Menu | Select different match (options) | Show Summary | Match on incomplete typings

Recipient I TESTZ0102010-2 Last name: test zz2m

Search determinants: A: 3, 22 B: 47, 35 DR: 4, 15

A B C DREA Dae1
03 32N a7 25:1 03X 030 04:1 1501 03

First name: test zzm

Reqg # Additional details

0g:02 DRE3/4/5

NO DONORS FOUND

E registered in NetCord
= CB registry partly registered in NetCord

29-11-2013

28



BMDW Match Programs
Run Date: 2013-11-16

Match Results - Regular Match Program

Back to Menu | Select different match (options) | Show Summary | Match on incomplete tvpings

2013: virtually still no
donors available

Recipient ID: TEST20102010-2

Search determinants: A: 3, 32 B: 47, 55 DR: 4, 15

A B C
03 32:N 47N 35:1 033K

HLA-A or -B Allele/Split Antigen Mismatched:
033X I 35XX 473K

HLA-DR Allele/Split Antigen Mismatched:

03DCTR 3Z:EATW 55:0HRD 47:01
03 A 320YFA S5KWBR 47:MR

29-11-2013

083X

Last name: test zzm First name: test zzm

DRE1 DQB
04:01 15:M1 03 05:02

153K 030K

13:0GMS 04:AMCY

16:0CME 04:027TR

Reg # DRE3/4/5
1

BR 1
2

BR 1

BR 1

Rare AB - DR association. None of
the alleles is extremely rare.

29



Figure 12
Number of stem cell donors 19

and cord blood units per year
12
9
G
3
© BMDW

Number of stem cell donors and cord blood units and phenotypes (x million)

/

—=— HLA-A, -B, -DR split typed
stemn cell donors and cord blood units

HLA-A, -B, -DR different phenotypes
== HLA-A, -B, -DR unique phenctypas
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BMDW Match Programs

Run Date: 2013-11-16 Rare HLA-B HLA-DR

Match Results - Regular Match Program association

Back to Menu | Select different match {options] | Show Summary | Match on incomplete tvpings

RECipient o seAlisomoTRTEs _

Search determinants: A: 2, 11 B: 51, 57 DR: 17, 14

A B C DREA DaB1 Reg # DRB3/4/5 DPB1
0z:01 11:01 51:01 5701 01:02 0§:02 03:01 14:BCAD 02:01 05:03

Potentially (Allele) Matched: 4
02:0FKP 11:BOFZ S51:.CWAE ST:01:01 O1:FNY" 0S:EXRF 03:BMBE 14.DZBU 02:MS 05:03:01 B 1
02:XX 11:5X 51:XX ETXX 03:ENW 14ECZ usatl 1 3*02:BZF
02:JWRB 11:XX 516X STJZIE 03:KCFZ 14:GPKR BR 1
2 11 51:MOBU ST:JZJE 03:KCFZ 14:GPKR BR 1

HLA-A or -B Allele/Split Antigen Mismatched: 10
02:01:01 11:01:01 51:01:01 58:01:01 03:02 14:02:01 03:01 14:54 CH 1
02.DFKP 11:BOFZ 51:03 57.01:01 08:02 18:02 03:BMBB 14:0ZBU PLS 1 301 KK, 02 KK
02.DFKP 11:BOFZ S51:CVAE 58:VE 7. CVAG 03:BMBE 14:.0DZBU 02:MS 05:03:01 D 1 302KK
0Z:DFKP 11:BOFZ S51:CVAE 58:VE 02:02:02 03:02 03:CWT  14:BZFP D 1 3H2:KX
0Z:RHCU 11:PWMU 51 53 03:02 15:AYWE 03:PYWVG 14.PYWS DZ:EAN  0S:BK Usal 1
02:XX 11:5X S0 BR 03:AGZM 14:PGC usatl 1 202 ADUF 02:AITH
0Z:BXJY 11:BPODM S1TAFIF 5809 03:AUFU 14:BYUG BR 1
02:XX 1130 516X 58X 03:EBUT 14:XX ™ 1
02:XX 1133 BZMX ETXX 03:XX 14X BR 1
02:XX 1130 513 BRKK 03:XX 145X P 1

HLA-DR AlleleiSplit Antigen Mismatched: 9
02:XX 1130 516X STXX 0§:02 14:02 03:01 1201 02:AB 06:03 usatr 1 3#01:GM,01:SX0
02:ANDC 11:XSH S1T:AFJR ST:GW  08:AJB 1502 03XEV  13ASGS usatl 1
0Z:JWRB 11:NVXT 510XV STUYPZ 03:JxKs 13:JXRP CHD 1
02:XX 11:5X 51:XX ETXX 0330 AKX BR 4
2 11 S1:GWGR STEADY 03:GJRE 13:DHAD BR 2

Gereed @‘} e Inkernet
—_———




& EMDIS Search Results:

Patient I Summary of Donors  List of Donors | Donor - Details I

ultipled . )
Loy | G | i | e B s e
1C A 020 B 51:01 C0:02 DRB1030M DI
Crrag a column header here to group by that column BETRAANS1 11:01 grm 0g:02 14.BCAD

_|Msg Donor [Validity Record HUB (ID State|Type |Sex ([DOB |Match Grade Matc A F(A1 A2 B.1 B.2 C.1 C2 DR.1 DR.2 (DQ.-1 DQ.2
= Updat Update h [02-01] |[11:01] ([51:01] |[57-01] ([01:02] |[06-02] ([03:01] |[14:BC ([D2-01] |[05:03]

Od  |Mew Latest 16/10/2013 |BE BEAMTOO0E553 &y MWD M [1960 |4/4 AB Antigen Match 10410 2 1A 51 17

04 |Upd Latest 14/11./2013 |BE BEANT 10004562 RS |MD F 1977 |6/6 Potential [Allele] Match (1010 0201 11:01 5101 57.01 0102 0g:02 (0301 14:BCAD (02:01 0503

Od  |Mew Latest 16/10/2013 |DE DEHAM...... 54359 Ay | MWD F 1967 |[4/74 AB Antigen Match 10410 2 1 51 57 1 g

Qld  |Mew Latest 161042013 |DE DEDEM..... 400167 &AW D F 1953 | 4/4 AB Antigen Match 10410 2 11 A1 A7 1 B

Od  |Mew Latest 16102013 |DE DEWSZ 38916939 |4V |MD F 1959 [4/74 AB Antigen Match 10410 2 1 51 57 1 g

Qld  |Mew L atest 16102013 |DE DELSA 2363710704 |AV D F 1955 | 4/4 AB Antigen Match 10410 2 11 51 57 1 B

Od  |Mew Latest 16/10/2013 |DE DEHHU.. 200330776 |4 |MD F 1385 |4/4 AB Antigen Match 10410 2 1 51 57

Od  |Mew Latest 16/10/2013 |DE DEMBG....2006399 |&v  |MD M (1963 |4/4 AB Antigen Match 10410 2 1A 51 57

Old  |Mew Latest 16/10/2013 |DE DEMAMN... 15245 &Y |MD F 1963 |4/4 AB Antigen Match 10410 2 1 5 57

Od  |Mew Latest 16/10/2013 |DE DEWSZ.. A7E71140 |4 |MD F 1965 |4/4 AB Antigen Match 10410 0204 |11 [B1ad |B7TFE
B i0ld  |Mew Latest 16/10/2013 |DE DEAKB... B5ER43 AW (MD F 1963 |4/4 AB Antigen Match 10410 02:F=TZ | 11:P=WE |51:RCOB 57-RCOU

Od  |Mew Latest 16102013 |DE DECOL....... 18600 & |MD kM [1967 |4/4 AB Antigen Match 10410 2 1 51 57

Qld  |Mew Latest 16/10/2013 |DE DEDEM.... 2603643 AW D M 1965 | 4/4 AB Antigen Match 10410 02:3 17 A1 B7.GW

Od  |Mew Latest 16102013 |DE DEDEM... 2598751 |4 |MD F 1965 |4/4 AB Antigen Match 10410 02a |11 [Blaed BV

Od  |Mew Latest 16/10/2013 |DE DEDEM.... 2653581 |4 |MD M [1965 |4/4 AB Antigen Match 10410 020 |11l [B1ad |57

Old  |Mew Latest 16/10/2013 |DE DEDEM... 2158673 |AY  |MD F 1964 |4/4 AB Antigen Match 10410 [ R b oy e

Od  |Mew Latest 16/10/2013 |DE DEDEM.... 2332374 |& |MD F 1964 |4/4 AB Antigen Match 10410 020 |11l [B1ad |57

Old  |Mew Latest 16/10/2013 |DE DEDEM... 3274267 |&W  |MD F 1964 |4/4 AB Antigen Match 10410 02a |11¥e |51 |B7TFE

Od  |Mew Latest 16/10/2013 |DE DEDEM.... 2333464 |4 |MD F 19683 |4/4 AB Antigen Match 10410 028 |TTMN [B1a (570

Qld  |Mew Latest 161042013 |DE DEDEM... 2625274 AV D F 1963 | 4/4 AB Antigen Match 10410 023K 173 A1 B

Od  |Mew Latest 16102013 |DE DEDEM... 3058079 |4 WD F 19683 |4/4 AB Antigen Match 10410 028 |11xe [B1ad |BETFE

Qld  |Mew L atest 16102013 |DE DEHAM.. BO3E21317 (AW D & 1962 | 4/4 AB Antigen Match 10410 2 11 51 57

Od  |Mew Latest 16/10/2013 |DE DEDEM... 834775 |4 |MD F 1362 |4/4 AB Antigen Match 10410 2 1 51 57

Od  |Mew Latest 16/10/2013 |DE DEDEM.... 2127981 |& WD F 1962 |4/4 AB Antigen Match 10410 0234 |TTMN [B1ad (5701

Old  |Mew Latest 16/10/2013 |DE DEDERM... 2373903 |AY |MD F 1962 |4/4 AB Antigen Match 10410 [ R b oy e

Od  |Mew Latest 16/10/2013 |DE DEDEM.... 32034582 |4 |MD F 1962 |4/74 AB Antigen Match 10410 0204 |11 [B1ad |B7TFE

Old  |Mew Latest 16/10/2013 |DE DEDEM... 3123243 & |MD kM (1952 |4/4 AB Antigen Match 10410 02a |11¥e |51 |B7TFE

Od  |Mew Latest 16/10/2013 |DE DEDEM... 2148339 |4 |MD kM (1961 |4/4 AB Antigen Match 10410 02 |11 [Blaed |57

Qld  |Mew Latest 161042013 |DE DEDEM.... 2196181  |&W D F 1961 | 4/4 AB Antigen Match 10410 023K 173 A1 B

Od  |Mew Latest 16102013 |DE DEDEM... 2268842 |4V |MD F 1961 |4/4 AB Antigen Match 10410 02a |11 [Blaed BV

Qld  |Mew L atest 16102013 |DE DEDEM.... 2484488  |AV D F 1961 | 4/4 AB Antigen Match 10410 02:5 17 B B7.GW

Od  |Mew Latest 16/10/2013 |DE DEDEM... 2533575 |4 |MD F 1361 |4/4 AB Antigen Match 10410 02es |11se [Blad |B7GW

Od  |Mew Latest 16/10/2013 |DE DEDEM.... 2663579 |&Y |MD F 1961 |4/4 AB Antigen Match 10410 0200 |11l [B1ad |B7GW

o S

Potential match = no mismatches detected, even if only LR AB or AB DR is available



EMDIS Search Results: Yisser, BEF9401P

Patient I Summary of Donors  List of Donors | Donor - Details I

ultiple } )
Lowmg s @, A T v
BE79401P TC A 001 B 03:01 C o701 DRB1030 D
WYizzer Simon BETRAAMS1 Ga:01 3|0 12:03 04:05
Mzg Donor |Validity Record HUB |ID State |(Type (Sex (DODB |Match Grade 7 Match [E|A.1 A2 B.1 B.2 C1 C.2 DR1 DR.2 (DR Da.2
Updat Update Grade [01:01] ([68:01] [[08:01] |[38:01] |[07-01] |[12:03] ([03:01] |[04:05] |[02-01] |[03-02]
Old  |[Mew |Latest 209203 (U5 15033516584 A |MD |F 1983 |6/6 Potential [Allele) Match |10/10 1 28 ] c:] 17 4
Old  |Mew |Latest 2/09/203 (U5 15015116866 &y MDD |F 1966 |6/6 Potential [Allele) Match |10/10 1 28 a8 38 0xm 04:FM
bl i0ld [New |Latest 2/09/203 |US 1150198995354 &y WD |M 1988 | 676 Potential [Allele) Match | 10/10 1 28 3 ] 0340 |04:PE
Old  |Mew |Latest 2/09/2013 ML KLML10500950 &y |MD [M o |1577 |66 Potential [Allele) Match | 10/10 1:BvMHZ |ES:AEBF | 08:BRMz| 35:.4F 0xm 0434|0240 0302
Mew |Upd Latest 5/09/2013 ML MLMLOO325526 U |MD |F 1978 |66 Potential [Allele) Match | 10/10 s |BE01 0801 3 07ans [12CF  |O3MY |04EG |02« |O3TF
Old  |Mews |Latest 2/09/2013 |DE DEMBG... 2010907 (&Y |MD |F 1970 |66 Potential [Allele) Match | 10/10 s |BEROE |08 |38 |07 12000 |03 |04
Old  |Mews |Latest 2/09/2013 |DE DEAKE... 728682 (& MDD  |M  |[1964 |6/6 Potential [Allele] Match |[10/10 01:CRRH|E%:CRZH | 08:CPvH | 3801 O3 |04
Old  |[Mew |Latest 2/09/2013 |DE DEFFM...... 80435 & |MD [M o |1383 | 6/6 Potential [Allele) Match |10/10 e B0 |08 |30k O3 | Dddd
Old  |[Mew |Latest 2/09/2013 |DE DERSH...1011888 (& |MD |F 1931 |66 Potential [Allele) Match |10/10 1 28 ] c:] O3 | Dddd
Old  |[Mew |Latest 2/09/2013 |DE DERKS. 200004577 (& |MD |M [1977 |G/6 Potential [Allele] Match (10410 1 2] ] c:] 7 0o 04 |02 0302
Old  |Mew |Latest 2/09/2013 |DE DEWSZ... 1078217 |4 (MDD |M  [197E |6/6 Potential [Allele] Match |[10/10 1 28 a8 38 7 0xm 04:04 |02M 0302
Old  |Mew |Latest 2/09/2013 |DE DERES. 200014433 (&Y |MD |F 1974 |6/6 Potential [Allele) Match |10/10 1 B3 a8 38 7 O3 [D4add |02 |03
Old  |Mew |Latest 2/09/2013 |DE DEVES. BOT1010E3 (&Y WD |F 1570 |66 Potential [Allele) Match |10/10 1 28 a8 38 7 O3 |04
Old  |Mews |Latest 2/09/2013 |DE DEKSH... 1009334 (&Y MDD M [1999 |6/6 Potential [Allele] Match |[10/10 1 28 g ] O3 |04
Old  |Mews |Latest 2/09/2013 |DE DEDUS....... 76705 &y |MD [M o |1957 |66 Potential [Allele) Match | 10/10 1 28 g ] 0xm 0484 |02 |0FEMNZY
Old  |[Mew Latest 2/03/2013 |DE DERKS..200014284  |AY D & 1957 |6/6 Potenhial (Allele) Match |10/10 1 B8 8 ] T 03 045 (25 033
Old  |[Mew |Latest 2/09/2013 |DE DEFFM...... BBZR0 & |MD [M |1954 | 6/6 Potential [Allele) Match |10/10 e B0 |08 |30k O3 | Dddd
Mew |Upd Latest 1111,/2013 |LUS 1151305953375 A |MD (M 1987 |6/6 Allele Match 10410 . EE:01 0801 3 07w/ TR [12:03 (0301 04058 (020 0302
Mew |Upd Latest 11411/2013 |5 15091275255 A |MD (M |1382  |6/6 Allele Match 10410 . EE:01 0801 3m 07/ TR [12:03 0301 0408 (020 0302
Old  |Mew |Latest 1/09/2013 |BE BEKUL10205 &y MDD |F 1985 |4/4 AB Antigen Match 10410 1 28 a8 38
Old  |Mew |Latest 2/09/203 (U5 115039345111 &y MDD |F 1976 |4/4 AB Antigen Match 10410 1 B3 a8 38 4
Old  |Mews |Latest 2/09/2013 |US 1J5002204195 &y |MD|F 1965 |4/4 AB Antigen Match 10410 1 ES g ] ’
Old  |Mews |Latest 2/09/203 |US 5002322634 Ay (MDD |F 1965 |4/4 AB Antigen Match 10410 1 ES g ] l
Old  |Mews |Latest 2/09/203 |US 5018621235 &y |MD (M |1366 | 4/4 AB Antigen Match 10410 1 ES g ]
Old  |[Mew Latest 2/09/203 |US US026229211 o D F 1965 |4/4 AB Antigen Match 1010 1 B8 8 ]
Old  |[Mew |Latest 209203 (U5 15012619783 A |MD |F 1962 |4/4 AB Antigen Match 10410 1 2] ] c:]
Old  |[Mew |Latest 209203 (U5 1J5013147803 A |MD |F 1953 |4/4 AB Antigen Match 10410 1 2] ] c:]
Old  |Mew |Latest 2/09/2013 |5 |J5026361386 &y |MD (M |1576 |4/4 AB Antigen Match 10410 1 28 8 ] l
Old  |Mew |Latest 2/09/203 (U5 15032534691 &y MDD |F 1577|474 AB Antigen Match 10410 1 28 a8 38 |
Old  |Mew |Latest 2/09/203 (U5 150026892226 &y |MD (M |1386 | 4/4 AB Antigen Match 10410 1 28 a8 38
Old  |Mews |Latest 2/09/203 |US 5003041027 &y |MD (M |1365 | 4/4 AB Antigen Match 10410 1 28 g ]
Old  |Mews |Latest 2/09/203 |US 115003137650 &y |MD (M |1366 | 4/4 AB Antigen Match 10410 1 28 g ]
Old  |Mews |Latest 2/09/203 |US 115003450795 &y |MD (M |1369 | 4/4 AB Antigen Match 10410 1 28 g ]
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EMDIS Search Results: Yisser, BE79401P

Patient I Summary of Donors  List of Donors | Donor - Details I

ultiplef ) )
s [ moie [ cgam | A o (R s e x
BE79401P 1C A 01 B 02:01 cCon01  DREB1 0301 DOB1 02:01 -l 2
Yisser Simon BETRAANS1 30 38m 1203 04:05 0302 -
Validity |Record 1D State Sex Match Grade 7 Match E‘AJ A2 B.1 B.2 C1 C2 DR.1 |DR.2 |DQ.1  (DA.2 cgn
Update Grade [01:01] |[68:01] |[08:01] |[38:01] |[07:01] |[12:03] ([03:01] |[04:05] |[02:01] |[03:02] g—
Latest 2/09/2013  |[US L5098874308 A MD F 1978|676 Antig.Match - Allele MM |9/10 01:EJ5W | BE:CAKR | 08:5KT | 38EPSA 0301 04:01 né—
Old  |Mew Latest 2/09/2013  |[US US020630174 A MD F 1965 |6/6 Antig.Match - Allele MM |9/10 1 28 g 38 03vH |04YK L=
Old  |Mew Latest 2/09/2013  |[US U5023283815 A MD I 1977 |6/6 Antig.Match - Allele MM |9/10 1 =] g 38 0301 04:BK
Old  |Mew Latest 2/09/2013  |[US LI5997510244 A CB F 2002 |6/6 Antig.Match - Allele MM |9/10 01:CRY |B8:01 08:xkT | 3801 07'WTR (1203 0301 04:01 (020 0302
Old  |[New  |Latest 2/08/2013 |DE DESMS.... 497830 (& |MD M |1991 |6/6 Antig.Match - Allele MM |9/10 m:01 |B01 (0801 |3B01 |OFWTR (1203|0301 |04:02 (0201|0302 i
Old  |[Mew  |Labest 2/08/2013 |DE DEDKM...5281576  |#%  |MD |M  |1983 |6/6 Antig.Match - Allele MM |9/10 01:KTMC|BRCAKR |08:<KT  |3801  |0F.JAUP [1ZCME |03AUCH| 04:02 | 0201:01 |03:020
Old  |[Mew  |Latest 2/09/2013 |DE DEDKM...E213588 |&  |MD |F |1988 |6/6 Antig.Match - Allele MM |9/10 01:TFDY |GB:RDZA|08:<KT  |3801  |OFJECH [1ZCME 0301 |04:02 |0201:01 |03020
Old  |Mew Latest 2/09/2013  |DE DEDKM.... 5324542 | AW MD I 1969 |6/6 Antig.Match - Allele MM |9/10 01:RDSU|BERDZA| 08:1KT | 38:01 07JECH (12CHE |03NFTMN|04:02 |02:01:01 |03:02:01
Old  |Mew Latest 2/09/2013  |DE DEDKM.... 6457095 | AW MD F 1965 |6/6 Antig.Match - Allele MM |9/10 071:07:010) 68:01:020) 08:07:0110) 38:07:01 | 07:01:010() 1 2:03010{03:01:01 | 04:02:0°| 02:01:01 |03:02:01
Old  |Mew Latest 2/09/2013  |DE DEDKM.... 5543954 | AW MD F 1993 |6/6 Antig.Match - Allele MM |9/10 01:KTEM | BE:DGG| 08:KT | 38:01:01 [07.CvEN |[12BCK  [03:01:01 |04:02 |02MS5  |03:02:01
Old  |Mew Latest 2/09/2013  |DE DEDKM.... 5129242 | AW MD F 1991 |6/6 Antig.Match - Allele MM |9/10 01:KTEM | BE:DGG| 08:KT | 38:01:01 [07.CvEN |[12BCK  [03:01:01 |04:02 |02MS5  |03:02:01
Old  |Mew Latest 2/09/2013  |DE DEDKM.... 5474510 | AW MD I 1989 |6/6 Antig.Match - Allele MM |9/10 01:KTEM | BE:DGG| 08:KT | 38:01:01 [07.CvEN |[12BCK  [03:01:01 |04:02 |02MS5  |03:02:01
Old  |Mew  |Latest 2/08/2013 |DE DEVKS..G01111160 |4 |MD |M 1387 |G6/6 Antig.Match - Allele MM |9/10 01:KTEM|68:0GGK| 08:xKT  |38:01:01 |07:C¥EM |[12BCK |0301:01 |04:02 |02M5  |03:02:00
Old  |[New  |Latest 2/08/2013 |DE DEDEM...317E740 |4 |MD |F 1986 |6/6 Antig.Match - Allele MM |9/10 0:BY56 |BRGJF  |08:xKT [3801  |07WTR |[120301 |03:01:01 |04:02
Old  |[Mew  |Latest 2/09/2013 |DE DEDEM...B279742  |# |MD M 1385 |6/6 Antig.Match - Allele MM |9/10 01:KMHW | BB:CAKR |08:<KT  |38:01:01 |0F.JUEP |12GMAx 0301 |04:02:00|0ZEAN |03RCH
Old  |[Mew  |Latest 2/09/2013 |DE DEPLDKM-324736 |4 |MD |F 1985 |6/6 Antig.Match - Allele MM |9/10 DL:KTEP 801 |08:=KT  |3%01:01 |0F:.C¥kN|[12BCK |0301:01 |04:02 |02M5 03020
Old  |Mew Latest 2/09/2013  |DE DEDKM.... 4008023 | AW MD I 1984 |6/6 Antig.Match - Allele MM |9/10 01:DUHE|B8:DGGH| 08::KT | 38:07:01 |07.CVEN |T2BCK |03:01:01 |04:02 |DZEAW |02:RCH
Od |Upd Latest 13/09/2013 |DE DEDKM.....3947952 | AW MD F 1983 |6/6 Antig.Match - Allele MM |9/10 01:DUHE|B8:DGGH| 08::KT | 38:07:01 |07.CVEN |T2BCK |03:01:01 |04:02 |DZEAW |02:RCH
Old  |Mew Latest 2/09/2013  |DE DEDKM.... 4247520 | AW MD I 1983 |676 Antig.Match - Allele MM |9/10 01:KTEM | BE:DGG| 08:KT | 38:01:01 [07.CvEN |[12BCK  [03:01:01 |04:02 |02MS5  |03:02:01
Old  |Mew Latest 2/09/2013  |DE DERKS..900115133 | AW MD F 1982 |6/6 Antig.Match - Allele MM |9/10 01:01 Ba:01 08:01 380 07:01 1203 0301 04:02
Old  |Mew Latest 2/09/2013  |DE DEDKM..... 2888576 | AW MD F 1980 |6/6 Antig.Match - Allele MM |9710 01:CPZT |BRCCx) |08:xKT | 38:01:01 |07.4P&w | 12BCK  |03:01:01 |04:02
Old  |[New  |Latest 2/08/2013 |DE DEDKM...52561592 |4 |MD |M 1576 |G6/6 Antig.Match - Allele MM |9/10 01:KTEM|B8:DGGK|08:KT | 38:01:01 |07:C¥EM |[12BCK |0301:01 |04:02 |02M5 03020
Old  |[Mew  |Latest 2/08/2013 |DE DEDKM...2837855 |4 |MD |F |1575 |6/6 Antig.Match - Allele MM |9/10 01:TUS | BE:AZw |08 |38AF 0301:01 | 04:02
Old  |[Mew  |Latest 2/09/2013 |DE DEDKM....BO46434 |4 |MD |F 15974 |6/6 Antig.Match - Allele MM |9/10 01:KMHW | BB:CAKR |08:<KT  |38:01:01 |0F.JUEP |12GMAx 0301 |04:02:00|0ZEAN |03RCH
Old  |[Mew  |Labest 2/09/2013 |DE DEVRS..B01118204 |4 |MD |M 1573 |6/6 Antig.Match - Allele MM |9/10 01:kNHW | BRCAKR |08k 380101 |0FJUEP |12GMA= 0301 |04:02:07|0Z2E4N |03RCH
Old  |Mew Latest 2/09/2013  |DE DEVKS...B01109307 | AW MD I 1972 |676 Antig.Match - Allele MM |9/10 01:KTEM | BE:DGGH| 08:KT | 38:01:01 [07.CvEN | 12BCK  |03:01:01 |04:02 |02M5S  |03:02:01
Old  |Mew Latest 2/09/2013  |DE DEPLDKM-475273 A MD I 1971 |6/6 Antig.Match - Allele MM |9/10 01:KMNHb | BE:CAKR | 08:KT | 38:01:01 |07.JUEP |12:GMax| 0301 04:01:0'|02E&N | 02:RCH
Old  |Mew Latest 2/09/2013  |DE DEDKM.... 5147520 | AW MD F 1968 |6/6 Antig.Match - Allele MM |9/10 01:KTEM | BE:DGG| 08:KT | 38:01:01 [07.CvEN |[12BCK  [03:01:01 |04:07:01)02M5  |03:02:01
Old  |Mew Latest 2/09/2013  |DE DEAKE..... 158355 A MD F 1966 |676 Antig.Match - Allele MM |9/10 01:PvR | BE:PZCK | 08:PYKF | 38:PYPB |07 KFEWw | 12KFDN |03:PYVF |04:02 0201 03:5F
Old  |Mew Latest 2/09/2013  |DE DEDKM..... 3354864 | AW MD I 1966 |676 Antig.Match - Allele MM |9/10 01:BvSG | BRGJF  |08:xKT | 3801 07'WTH (120201 |03:01:01 |04:02
Old  |[New  |Latest 2/08/2013 |DE DEDKM...3909163 |4  |MD  |M  |1985 |G/6 Antig.Match - Allele MM |9/10 0:DUHE|B8:0GGR|08:<KT | 38:01:01 |07:C¥EM |[12BCK |03:01:01 | 04:01:0
Old  |[Mew  |Labest 2/08/2013 |DE DEDKM...5253789  |#%  |MD |F 1958 |6/6 Antig.Match - Allele MM |9/10 01:KTEM | B8:DGGR| 08:<KT  |38:01:01 |0F:C¥EN|[1ZBCK |0301:01 |04:02 |02M5 03020
Old  [Mew  |Latest 2/09/2013 |DE DEDKM....B3207  |& |MD |F |1573 |6/6 Antig.Match - Allele MM |9/10 1 28 a8 38 03JED |D4:BK
(IMatch Grade = 10) or [Match Grade = 91 B3
WM 4t = e A
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Suppose that 0 MM donor is not available; is DRB1 mismatch
accepted?



EMDIS Search Results: Rogiers, BEB5025P

Patient I Summary of Donors  List of Donors | Donor - Details I

ulkiple " .
EE I oo | cgism | A o | Qs s e X
TC A 2601 B 55:01 C0x02 DRB111:01  DAB10ZM l«| #
BETRAANS1 3303 BE:0 0302 1302 0E:09 x!/
=|Msa Walidity |Record 1D Match Grade 3 5 . . B.1 B.2 C.1 C2 DR.1 |DR.2 |DQ.1 |DQ.2 c‘é,n
- Updat Update Grade [26:01] |[33:03] |[55:01] ([58:01] ([03:03] |[03:02] |[11:01] ([13:02] |[03:01] |[D6:09] g—
Mew [Upd  |Latest 16/11/2013 |DE DEDKM....5552696 |RS |MD |F 1971 |6/6 Potential (Allele) Match | 10/10 26:JCKE | 33KMNHH| 5501 SEPCSA [0XFIUM [0X02  [TTLEMBT|1302  |0301  |0609 né-
Old  |Mew Latest 13411/2013 |DE DEDKM.... 2456105  |&Y WD b4 1973 |6/6 Potential [Allele] Match |10/10 2E:KM | 330WH |BE |5EAD 11:BEMH| 1 3:APSMW |~
Old  |[Mew |Latest 1341142013 |DE CDEMBG.... 1008481 &Y  |MD  |F 15974 |6/6 Potential (Allele) Match |10/10 2B |33k (BB [BEMK |03 1144|1309
Old  |Mew Latest 13411/2013 |DE DEDKM.... 4313800 | &Y WD F 1931 |6/6 Potential [Allele] Match |9/10 26:Gax | 3ZBEKE 5501 BEVE 01:02  |0302 110107 | 13020
Old  |[Mew |Latest 13/11/2013 |FR FRFPOO7489 &y |MD |M  |1962 |6/6 Potential (Allele) Match |10/10 26 33 55 58 T [ 1304 034 0B
Old  |Mew Latest 13411/2013 |DE DEDKM.... 4328705  |AY WD b4 1967 |6/6 Antig Match - Allele MM |9/10 26:GAX | 3ZFEAM 5501 BEVE 03BPSK (0302 11:04:00|13:02:00 |03ENWE 0E:09
Old  |[Mew |Latest 13/11/2013 |DE DEDKM....3057856 |&v  |MD  |F 15980 |6/6 Antig.Match - Allele MM |9/10 2B:GAx 330301 |55:01 S58VE  |0ZBPSK [0302  [11:UPH|13.ANK
Old  |Mew Latest 13411/2013 |DE DEDKM... 2912081  |AY WD F 1978 |6/6 Antig Match - Allele MM |9/10 2E:KM | 330WH |BRARJG |58:A0 11:03 |1302
Old  |[Mew |Latest 13/11/2013 |DE DEDKM....3009546 &Y |MD  |F 1960 |6/6 Antig.Match - Allele MM |9/10 2E:BWM| 330WH (5550 |53AD 11:03 |1302
Old  |Mew Latest 13411/2013 |DE Al WD b4 1959 |6/6 Antig Match - Allele MM |9/10 26:Gax | 3ZBEKE 5501 BEVE 03BPSK (0302 11:03 |13020M
Old  |[Mew |Latest 13/11/2013 |DE DEMAN...... 11538 |&v  |MD |F 1971 |6/6 Antig.Match - Allele MM |9/10 260 3303 |50 58:0 0303 |0%02  [11:001  |13:03
Old  |Mew Latest 13411/2013 |DE DEDKM.... E315458  |AY WD b4 1964 |5/6 Antigen Match 9410 01:RGP | 33:KNHH| 55:01 BE:PCSA |03WUSK (03 TE=A [11:CTPE [13:02 0z:m 0E:09
bl Old |Mew |Latest 1341142013 |DE DEPLDKM-42145 Ay IMD M 1984 | 5/6 Anti Match 9/10 2B:GAX | 3XFEAM 5501 5&WE  |0XBPSK |0302  110:01:0° 13:02:01
Old  |Mew Latest 13411/2013 |DE DEDKM.... 2778184 |AY WD F 1579 |5/6 Anti Match 9410 01:wWUS 330WH |B5ARJG | 58:a0 11:.CTPE | 1302
Old  |[Mew |Latest 13/11/2013 |DE DEHAM... 196416 |AY  |MD |F 1965 |5/6 Anti Match 9410 264 |BBEH |BEMM [BEMK T1DFYE [ 13:CAx4
Old  |Mew Latest 13411/2013 |DE DEULM....... FO7E9 Al WD b4 1960 | 5/6 Anti Match 9410 26:01 24:02 |550 5E:0 0303 0302 110 1302
Old  |[Mew |Latest 13/11/2013 |DE DEULM....70723  |AY  |MD |[M  |1955 |5/6 Anhi Match 9410 26:M 24:02 |55 58:0 0303|0302 [1100 (1302
Old  |Mew Latest 13411/2013 |DE DEDUS.... 104878 |a&W WD F 1966 | 5/6 Anti Match 9410 1 33 55 58 Tl 13200 |30 | 0B
Old  |[Mew |Latest 13/11/2013 |DE DEFFH...... 87480 Ay |MD [M 1985 |5/6 Anti Match 9410 26:M 33AC [15:01  |5&:01 1101|1302
Old  |Mew Latest 13411/2013 |DE DEHAM..... 369316  |AW WD b4 1589 |5/6 Anti Match 9410 24:DGEJI 33CVPU | 55:DHRC| 58:CCVS T1DFYE | 13 Caxa
Old  |[Mew |Latest 13/11/2013 |DE DEDKM....2795161  |AY  |MD  |F 1975 |5/6 Anti Match 9410 24:A7%| 33:DWH |55:ARIG [58:AD 11:BBMH|13:4P5h
Old  |Mew Latest 13411/2013 |DE DEDKM.... 873643 |AY WD F 1963 | 5/6 Anti Match 9410 2 33 55 58 Tl 1358
Old  |Mew Latest 13411/2013 |DE DEDKM.... 3550915  |aY WD F 1968 | 5/6 Anti Match 9410 26:GAX | 330301 | 5501 BEVE 03BPSK (0302 11:CVDZ | 14:CVE:
Old  |Mew Latest 13411/2013 |DE DEAKE......330588 Al WD b4 1968 | 5/6 Anti Match 9410 26:01:000) 33:03:070) 55:01:01 (] 58:01:01( 07:01:01302M
Old  |Mew Latest 13411/2013 |DE DEDKM.... 2371756 | &Y WD b4 1965 |5/6 Anti Match 9410 2B |33 |BEMG |5 110 09:01
Old  |Mew Latest 13411/2013 |DE DEWLE....... 17105 |4y WD F 1930 | 5/6 Anti Match 9410 2630 |33 | 30K |5 110 1302
Old  |Mew Latest 13411/2013 |DE DESMS.... 527066 |AY WD b4 1986 | 5/6 Anti Match 9410 26:01 3303 40:01 580 110 1302
Old  |Mew Latest 13411/2013 |DE DEDKM.... 2518009 |&Y WD b4 1579 |5/6 Anti Match 9410 2E:KM | 33CF 0734 |B&m 11:ARZK | 13BMM
Old  |Mew Latest 13411/2013 |DE DEDKM.... 2717305  |AY WD F 1959 |5/6 Anti Match 9410 2E:KM | 330WH |51 |58 110 1302
Old  |Mew Latest 13411/2013 |DE DEDKM.... 2638865  |AY WD b4 1956 | 5/6 Anti Match 9410 26 |33 |38 |BEO 11:BEMH| 1 3:APSMW
Old  |Mew Latest 13411/2013 |DE DEAKE...... 728053 Al WD b4 1985 |5/6 Anti Match 9410 2E:CRAP | 33CNY | 55ANDE [58:UTW 11T:0FP |03:01P L
Old  |Mew Latest 13411/2013 |DE DEWSZ.... 1098690 | AW WD b4 1984 |5/6 Anti Match 9410 2630|333 | 39K | 5B 110 1302 0z:m OB
Old  |Mew Latest 13411/2013 |DE DEBEE....... 19924 Al WD F 1983 |5/6 Antigen Match 9410 260|333 | 186K 5B Tl 1358
X|lv A Custamize...
MOt 4 r B E = e A e T 4 .
7 Filer |
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TC A 0301 B 3508 C01:02 DRB111:.03 DQB1 030
[irag a column header here to group by that colurn BETRAANS1 24020 BR:01 04:JKTL 1M 0603

-|Msg Donor |Validity Record HUB |ID State |Type |Sex |DOB |Match Grade Matc 7 (4.1 A2 B.1 B.2 C1 C.2 DR.1 DR.2 |DA.1 DQ.2
= Updat Update h [03:01] ([24:02: |[35:08] |[55:01] |[01:02] |[04:JKT ([11:03] |[13:01] |[03:01] |[06:03]
B Ol |Mew |Latest 3/04/2013 |BE BEANTOOO0 37 A |MD M |1959 |5/6 Antigen Match 9/10 3 9 35 44 11 E 3 1

Old  |Mew |Latest 3/04/2013 |BE BEANTO000371 &Y |MD M |1989 |5/6 Antigen Match 9/10 3 9 7 22 11 g 3 1

Oid |Dupl  |Latest 8/10/2013 |BE BEANTO004698 & |MD o |F 1955 |6/6 Antig Match - Allele MM |9/10 3 9 35 22 11:M5 (13

Old  |Mew |Latest 3/04/2013 |BE BEANTOO0S132 & |MD o |F 1955 |5/6 Antigen Match 9/10 3 24 35 22 11:GX  |01:AD

Old  |Mew |Latest 3/04/2013 |BE BEANTOOOSE18 A |MD M |1971 |5/6 Antigen Match 9/10 3 24 35 7 11 13

Old  |Mew |Latest 3/04/2013 |BE BEANTOOO7108 & |MD M |1964 |5/6 Antigen Match 9/10 3 24 35 22 01:AD (13X

Old  |Mew |Latest 3/04/2013 |BE EEBTOO000E3806 A |MD M |1971 |5/6 Antigen Match 9/10 3 24 35 55 01K (135

Old  |Mew |Latest 3/04/2013 |BE BEKUL11314 A |MD M |1970 |5/6 Antigen Match 9/10 3 24 sl 27 1 4 11 13 7 B

Old  |Mew |Latest 3/04/2013 |BE BEKUL18228 A |MD M |1962 |5/6 Antigen Match 9/10 3 24 35 51 1 11 13 7 g

Old  |Mew |Latest 3/04/2013 |BE BEUCLO320636 A |MD M |1971 |5/6 Antigen Match 9/10 3 24 35 62 11:03 [13M 7 1

Old  |Mew |Latest 3/04/2013 |BE BEULBCHMO037EZ & |MD o |F 1966 |5/6 Antigen Match 9/10 1 24 35 55 11 (13 |7 g

Old  |Mew |Latest 3/04/2013 |BE BEULBDYO05432 & |MD o |F 1975 |5/6 Antigen Match 9/10 3 24 35 49 11 (13

Old  |Mew |Latest 3/04/2013 |BE BEULBYBOO3872 & |MD o |F 1957 |5/6 Antigen Match 9/10 3 24 35 7 11 g 7 1

Old  |Mew |Latest 3/04/2013 |BE EE'UBO0OOO0ES2 & |MD M |1963 |5/6 Antigen Match 9/10 3 24 35 7 4 1 11 (13

Old  |Mew |Latest 3/04/2013 |BE BECEO30008001882 (&Y |CB F 2008 |5/6 Antigen Match 9/10 033 [24x |35 |BEXR 16X (130K

Old  |Mew |Latest 3/04/2013 |BE BECEO30005000954 (&Y |CB F 2009 |5/6 Antigen Match 9/10 033 [24x |35 |BEXR 113 [ D4:KK

Old  |Mew |Latest 3/04/2013 |BE BECBO30010001762 (&Y |CB F 2010|576 Antigen Match 9/10 03330 (2450|3608 |18:KX 11 (134

Old  |Mew |Latest 3/04/2013 |BE BECELYCEOO2095 (&Y |CB F 2001 |5/6 Antigen Match 9/10 033 [24x |35 |BEXR 01:MY  |[13:6V4

Old  |Mew |Latest 3/04/2013 |BE BECELYCEOOD2411 & |CH F 2001 |5/6 Antigen Match 9/10 033 [24x |35 |BEXR T4MX |[136V4

Od  |Mew |Latest 3/04/2013 |BE BECELYCEO12158  |aY  |CB F 2012|576 Antigen Match 9410 033 [24x |3E34 |BEXR 1548 [13:4B

What was found? many 9/10 potential matches; C & DQ and/or DRB1& DQ not typed yet

C & DQ: it depends on HLA type of the patient if donor with minimal 9/10 match will be found

Transplant center decided to proceed with Haplo/cord transplantation

Frequently encounterd problems:

- An HR HLA-DRB1 2nd field mismatch can result in an additional HLA-DQ mismatch
- An HR HLA-B 2nd field mismatch will often result in an additional HLA-C mismatch
- HLA-B C linkage is less strong than an HLA-DRB1/DQBL1 linkage (often 9/10 match

due to HLA-C mismatch

| Ja{ew oday N
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Consider HLA-DQ when grading match resulis
Extended =orting on locus **
Sort cord blood units on TNC within each match category *%*

Include additicnal data in the match results

Include 2 and 3 NIMA in match® %%

within each match category.

Options for this matchrun

{" | Migmatch on HLA-B
{" | Migmatch on HLA-DR

Search

-
" | HLA-& | | HLA-B |+ | HLA-DREL |1 | None
Iv
-
—

* If the recipient 1= not typed for HLA-C or HLA-DQ, then enabling these preferences do not effect the search process.
** Zorts donors and cords blood units with high-resolution DMA to the top of the match categaory they are in.

*=*=%* Only applies to the cord blood match. With this option enabled HLA of the cord blood units is not included in the sorting

#==%=% Only applies to the MIMA match. With this option enabled cord blood units with 2 or 3 NIMA's are also used.

I Important notice: the regular match program and the mismatch program provide results upto 1 antigen/allele mismatch
(6/6 and 3/6 matches). When the optians to consider HLA-C and HLA-DOQ are used, a danor or CBU with ane mismatch an
HLA-&, -B, or -DREL, and an additional mismatch on HLA-C or -DQ results in the donor or CEU no longer being shown an the
search report, due to this second mismatch. See the user guide for more details.

Cc NOT paginate the cutput I
Select the type of match to run
" | Regular Match Program ™ | Mizmatch on HLA-& CBU Match Program:

" | Wentical & 1 antigen/alisle mizmatch

{* | 2 antigen/alisle mizmatches

NIMA Match Program:
(" | ldentical Matches




Search determinants: A: 3, 24 B: 35, 35 DR: 11, 13

m Extended zorting on DREL = Cnly identical and 1 allele/antigen mismatch = Sarted on THC

A B C CREA DaBd Reg # Additional details
ID THC Wl CD34+MN
03:01 24:02:01:02L35:.08 55:01 01:02 04 JKTU  11:03 13:01 03:01 06:03 - D._ A -
{10} rnl} (105 (107} e————
Potentially (Allele) Matched: 1
. na. . . . . - MOoos 11 ) . -
035K 285K 55K 35K 115K 13K ATCE o 104 18 27
0315882
HLA-A or -B Allele/5plit Antigen Mismatched: 1
3 24 i} 35 1126 135K DUCH DUCBO0282T 82 24
HLA-DR Allele/Split Antigen Mismatched: 4
033K 285K S5 35K 0135 033 11235 145K 033K 0523 NICE 11258540 185 120 27
033K 245K 39.30( 3520 11:01 1301 ECB SPUCBAROO48258 137 2
03 DGE: 24:DGET S5SMK 35:BEZVEK 01:.02 04:BSUG 11LECW 13:MTVWH FCB SE126070525 106 68 82
m Extended sorting on DREL = Cnly 2 allele/antigen mismatches m Sorted an THNC
Fage nr: 1 (of 17) Mext page =|Last page ==
A B C CREA B Reg # Additional details
- -
03:01 24:02:01:02L35:08 5501 01:02 04 JKTU  11:03 13:01 03:01 06:03 D NE_ Uu!.' ED;_ ”NT_
p1o%y (mly 10%y 107y
Twro Allele/Antigen Mismatched: 1675
02XKS 2402 15:GYF 35374 16:02 13:01 ACCE Ga07037 281 142 11
031 2402 35:01 Ja9.14 16:02 13:01 Nv'CB 901361 248 212 232
N2XK 032K 3520 3K 01X 132K BCH BECBD14511080080 253 134
0323 243K 156X 3520( 1301 14:BCAD BCH BECBLWCBOOGTD4 282 191 G0
03 KAKN 24.KAKN 35:01 350 1301 13:03 SRCB TO0040001332300 282 123 234
03:01 24:02 15:01 35:03 04:JERF O02:BPSK 13:MJMRE 04:03 03:02 06:03 U1CB 4205309551 274 96
p30:mG24:.02:MG 350 35:01:MG 0433 1233 01:01 13:01 05:01 SRCB Tooo40000824200 2688 179 36
03:REY) 24.ETFC B:KEBX 35.RCRU 04:RCEK 06:RCEM O0&AAHZ 13:PYvVWK FCE 0000003095R 265 161 T.4
QBCGAE DZEKGH 14:01 Sa.ENES 11:03 1301 ACCE Go41228 265 125 1041
03 . 551 Ja.03 1301 14:54 ICB 0SPDCEB10507 257
03 2402 3801 Sa.01 04:01 12:03 15:01 13:01 ECH SPUCBARDO4092E 258 18
0335 07K 35K 115K 133K BCH BECBO30010001058 255 &5
03:XKS 247U 44AMUT 25705 051 04:CXBM 11:01 13:01 0301 06:03 U1CB 96202405 252 136
24 E0XY 11ENTP 55ABSC 35038 12:AUCW 03 WZTY 1301 070 U1CB Go2062332 248 B8
03:28( [ 53X 35:20( 11263 1328 WaCch 1380 243 43
03:28( KK 18: 35:20( 1163 13:23{ ILCE 260157 237 25




Take home message

> 95 % chance to find a 10/10 HR match
v Many donors available

v'Other markers than HLA can be taken into account
(ABO/Sex/CMV)

< 5 % chance to find a 10/10 or 9/10 match
v" Alternative donor (on request of the transplant physician)
v' (Haplo /7 CB / MM)

Intermediate Chance:
v'Search for 3 months, ask for HR typings and inform clinician
on the status (this group becomes smaller as more donors are
available & high resolution typed). Try to make a prediction
based on linkage disequilibrium & frequency data.
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Take home message

A real 10/10 match = a 10/10 allelic (2" Field) match

v highly polymorphic alleles (e.g. HLA-B44) if only 1st field
results in query (e.g. HLA-B*44:XX) -> HR typing required to
decide

v'Very low polymorphic alleles (e.g. HLA-B8, HLA-DR7) if
only 1st field in query (e.g. HLA-B*08:XX) -> HR typing not
required to decide

Allelic mismatches (2" field) are preferred to antigenic
mismatches (1st field)

v' Before recruiting a donor, the HLA typing has to be confirmed
In the HLA lab of the transplantcenter
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